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Abstract
A rapid assay method for the activity of an asparagine residue-specific endoprotease（legumaturain）is disclosed.  This
method comprises measuring fluorescence intensity generated by hydrolysis of fluorescence quenching substrate（MOCAc-
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Dnp-PEAN-NH2 N.D.   
Benzyloxycarbony-AAN-7-(4-methyl)-coumarylamide N.D.  
NH2-SRNGIDE-COOH +    
MOCAc-GKSRRNGIK(Dnp)-D-Arg-D-Arg-NH2 +  
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